Table 1 Suppl. Primer sequences used for TD-PCR, RACE, real-time PCR, ORF cloning, and gene walking.

Primer types

Primer names

Sequences (5'-3")

TD-PCR primers

RACE primers

ORF cloning primers

Real-time PCR primers

Universal primers

Gene walking

GmMYB-TD-F
GmMYB-TD-R
3'RACE F1
3'RACE F2
SRACE F1
S'RACE F2
LeMYB1-ORF-F
LeMYB1-ORF-R
LeMYB1-Q-F
LeMYBI1-Q-R
GAPDH-Q-F
GAPDH-Q-R

adaptor-oligo(dT15)

adaptor
GSP1
GSP2
GSP3

GRTGYGGVAARAGCTGYAGACTMMG
TYTCATTGKCWGTTCKTCCWGGHAR
GGAAGAAACAATCATCAAGTTAC
ATGAACTTCTTGGAAACAGATGGTC
TCCGATGAGTTTCCGCCGTTG
GGAAGCACCATTGTCAACTCCACCT
GACTCTAGAATGGTGAGAGCACCATGTTGTG
GGTGGATCCCGGGCCCGCTACTGATTTTCCAGC
GGGCCATGGACTACTGAAGAGG
CCGGCCTTAGATAGTTTATCCACC
ACCGTCCACTCCATTACCG
ATGAGGCAGCCCTTCCACC
CTGATCTAGAGGTACCGGATCC-T;s
CTGATCTAGAGGTACCGGATCC
TGTTCTTCCAGGTAATCTTGITGC
AAGTTTCCACGTTTGATATCCGGCC
CTGTTCTTCCAGGTAATCTTGTTGC




| R2 | R3 |

AtMYB4 LK GAWT (QE E D[l Y | AGRLPGRTDNEI KNYWNT H{lE{EK L MeS]
U RACTESI| (NK GAWT IIEEDSL L [Hels| G W KSCRLRWLNYL[WPS|| KRGURSSIDEWMDL (MBRL HRL L GNRWSL | AGRL PGRT N
Rgciclv | (K GAWT AEEDSL L e GLERCGEKSCRLRWLNYL[QPS|| KRGHRSHIDEYD L (NN Al

RLH@L L GNRWSL | AGRL PGRT
FaMYB1 T T[({eky FEDEM. [Wsly | OkHGEGEWISL PKIIAGL [HRCGKSCRL RWINY L RPEIMKRGSIFEEDEEDL | | RLHML L GNRWSL | AGRL PGRTDNE
N INCA (1K GAWT giEEDIL L [N 'KﬂGEGK\;F'KAGLRCEKSCRLRNi\IYLRPI KF’\GEDEHDLRLH L L GNEWSL | AGRIFGRTEN

[GTERER YIS GAWT [JE E DL L MeISlH GE GK WIeEREK A GL JIRCiK SCRERWL NY L [@P[)l KRGRIAMEDEMDL | | RLHRLLGNRWSL | ARRL PGRT NA

I Nk GAWTAEEDSL L elifY | QUiHGEGIWRSL PKKAGL [RCGKSCRL RWL NYL RP oee@EL | | RIHAL L GNRWSl AGRIPGRTDNEI

MUNESEM <EIGRWT JEEDEL LANY ARPL PKEIAGL L RCGKSCRL RV NYLRPSKRGEI A MRL HRL L GNRWSL | AGRPGRT DNEI

\MUNECETI < BlGEWT (HEEDEYL ANYI ARIL PKAGL L RCGKSCRLRWINYL RPSiiKRGE MEDEEDL | MRLHRL L GNRWAL | AGRIPGRT DNE!

wimyePa1 lHRE ‘| QJHGEGEMRSL PKKAGL L RCGKSCRL RWINYL RPBJl KRGNI IEDEEDL I | RLHEL L GNRWSL | AGRL PGRTDNEI

ZmcA EKAGLERCGKSCRLRWLNYLRPMI @RGN| SHDEEDLI | RLHRLLGNRWSL | AGRL PGRTDNEI KNYWNEREL

LeMYB1 | L PK@AGL L RCGKSCRLRWIINYL RPBl KRGNESIEEEER | @L HEL L GNRWSIY AQIRL PGRTDNE! KNEWNT HL MK KL KIS

Fig. 1 Suppl. The comparison of the deduced amino acids of LeMYB1 (KC818628) with AtMYB29 (NP_196386), AtMYB122
(NP_177548), VVMYB5a (AY555190), VVMYB5b (AY899404), AtMYB4 (BAA21619), FaMYB1 (AAK84064), NtMYBJS1
(AB236951), NaMYBS8 (ADD59978), AtMYB12 (AF062864), LjiMYB12 (BAF74782), VVMYBFI1 (FJ948477), VVMYBPA1
(AM259482), DkMYB4 (BAI49721), MdAMYBI1 (ABK58136), ZmC1 (AAA33482), GbLMYB1 (AB550244), AtMYB90 (NP_176813),
and AtMYB75 (NP_17605). Identical amino acids are shaded in black, and the R2R3 domain is indicated by the dark lines upon the
sequences. Sequences are aligned using the DNAMAN v. 5.2.2. program



