Table 1 Suppl. Primer sequences (5'-3") used in this study for gene amplification and gene expression.

Genes

Gene amplification

Gene expression

PtrCLCI

PtrCLC2

PtrCLC3

PitrCLC4

PurCLCS5

PtrCLC6

forward
reverse
forward
reverse
forward
reverse
forward
reverse
forward
reverse
forward
reverse

TGGTTTGCTTCAATGGAGG
CTAAACATAGCGGGAGCAGC
GGGTGTGGAATCAAAAAGA
GGAACTCCCCAACCTAAAAG
ACCAGGACCAGCCGAATA
AGCTCCTGAATCATGCAA
CGAAACGAAGACGATGAAGA
GGGTTGCATTGGAGCTTTAC
ACGGAAAATTGGAGGAGA
GGAATACAGAAGCGGAGC
AAGCGGATAACGAGAATGGA
CTACATAAAGGTGGCGTGTT

TGCCTTGGCTTTCACATTGC
CTGAACAGGTTGCGGATTGC
GGTGGCTGTAACAAGCGCGG
GGCGGAGTCCAACTTGCCTGA
GGGAGCGCAGGACACGGAAT
TCAGCCCCGACAAGCGCTAC
TCGCCTCCGGTTTGTGCGTT
CCGATGCCAAGTGTCCGCCA
AGCTCTAGGCAAGGAAGGCCC
CACGGCGATCTCGGTCACTCC
TGTCAGAAGTTGGTCTCGGC
AGCCACATAGGACACCAAGC
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PtrCLCl: MEGNSNPVARATCAHMEADEEERDPES-NSLQQPLLKRSRTLSSTLQQPLEKRSR————- TLSSSPLALVGA! EI DLF : 84
PtrCLC2: MDHGSRGDREENDIEVEGGGHNGSFESERRKFVERMGSGTSEDHNLREPLELKCR----- TNETSQIAIVGA EIVENELF : 85
PtrCLC3: --------- MKTQPPTEKMAARAAAFENLNTAGVE----GAQDTESLTAPLESHORSRSSISNSTSQVALVGA EIAENDFF : 77
PtrCLC4: ---MSSDERRPLRSSNQEDLESAPDS---PSNRTNTPSAAGGEKDLFKQLDRRF§DRRITFKDP sus s DHHNYVLA : 76
PtrCLCS: —=——======————- MLSNHLQNGFETAKLVWSQIP--NSEEAEHEGVGLESTSG uss Ev‘llmfmr : 56
PtxCLC6: —-—————==——= MECKLQLLLWQEHWRWHCCSSSSRVIPSSYQCNKSEPSCFK- LKRKKYLSF.NSTKSLRLRP'C PENERNR QFMI : 78
2 e
100 * * 140 * 160 180
PtrCLC1: RHDWRSRSKVQVLQYEFLKWSLA IATLINL AGEKLLTVVSFIEKGRYLQGFLYFTGVN TL\JA CVCFAPTA :174
PLXCLC2: QUWRARRKVELFQYMVLKWTLA, AAVFONFFNENSAGEKLLLINNLMUNDRHEMGEVANTS 1 ALLAAIBCAYLAEAA :175
PtrCLC3: BEDWRTRGRNCMIQYMFMKWSLC IGFLNNLANMENEAGTKFVITSNMMLANKFCGMAFLAFSIP TLEASIMTATVAERA :167
PtrCLC4: BDSLTESAPPEWAL CVAFFNKGYH IEHENAWAGT PNEGAAWLRLQRLADTWHR PVTGGVEVGMMHGLL :161
PtrCLC5: BEDCAQRGKLYVGY AAVFINISMENFAGHKFSLTFSIIQKS-YFAGFLVYILI VFSSVYSITKFAERA :145
PtrCLC6: IG-IDGHELGNSGVIfSS----— GVVLENKGEHEFRDEFWDGI PYGGASWLREKPTFATWTR EACGG VSILNQLR 1162
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* 200 * 220 240
PtrCLCl: AGPG --IPEIKA DTPNMFGATTL IIGSIG 2231
PtrCLC2: AGSG----- - CAHSELAPSTLFMBRIFGSIF 1232
PtrCLC3: AGSG-----—===========——mu CAPGILSFRTLVERIIGSIS 1224
PtrCLC4: EILN --QIKQSS ROGFDILNAGVFP- AICAAV 217
PtrCLC5: AGSG IPEIKG DIHGILLFRTLIGHIFGSIG 1202
PtrCLC6: YALSLDDDDDDLAQQVQDKSYPPPHPCACAQDDISVITVSSTTSEPTEYYDYBKIAFQP: AVAACI :252
3 K 6G eGPV G A
280 * 300 20 310
PtrCLCl: SUBBQGGPDNHRIKWQWERYFNN Rl EJATWWRSALLWRTFFSEA LRAFIEIC 1321
PtrCLC2: NLBBQGGSKKYHLTWRWERYFKN R d EAAS SALLWRTFFTEA LRGFIEFC 1322
PtrCLC3: S QGGSKKYGLTW RFFEKN RD:! L SALLWRAFFTEA LRAFIDIC :314
PtrCLC4: MMENNRERKI C mp AENSPP---FT. ASVISSTV 1291
PtrCLC5: S QVFRSH R SQLMWRVFFTSA 'RSAMGWC! 3292
PtrCLC6: C LWPSSAP.DSSAS].A T SAVIASVVSEV :329
rd4 16 GaGé FAVG FaéE 3 666
* 400 * 420 440
PtrCLCl: LFGTG! SNVPVRYHVMDE I PV GG HKVLRLY. NQEGKM LALSVSMFTSVCQYC:
PtrCLC2:  LEGQG! SAKNSYSSA FGS. DKVLRTYSIENERGPI LVAAVSBLTSCCSYG.
PtrCLC3: LEGTG YSACASYHLADMPLV. GS. DKVLRI NERGIAYRIFLACTISELTSCLLEG
PtrCLC4: TQSAF KSA s AWFTKS KERFGLPPMICFALGGEGAGIIALR
PtrCLCS5: HFGSGGFI SDGQEDYSFE CA YMT SWR HKEGNR' EACVISMITSVISFG.
PtrCLC6: SEPAF!‘P FRSP SLTLPRC-TTYMLAI QKDNGI FPVMG! A\IGLIALM
G 6G66 G6 6
460 * 480 * 500 * 520 * 540
PtrCLCl: CKACDP---SFPETCPTN-GRSGNEKQFNCPNG-HYNDLATLLLTTNDCAVRNIFESNEPTEFQPSSEEIFFVLYCILGLET Iﬂ? 1495
PtrCLC2: CIPCPSY--LEADRCPTV-GRS! IKNFQCFAG-HYNDIASLFLNTNDCAIRNLFSSGESKEFHLS FFVAIYCLGIGTYBIAMP: 2497
PtrCLC3: CRPCPS---LASEACPTI-GRS IKKFQCASG-YYNDIASLIFNTNDCAIRNLFSKDEDKEFQHS IFFVTCFSLSVEBSYGIVA :488
PtrCLC4: WG 'TNVEEILH --—BGKEASAPGIWLETQLAAAKVVATARCKESGEVGE :420
PtrCLC5: CSPCPESDLDSGIECPRPPGMY! 'NFYCSKDKEYNDLAT IFFNTQDIAIRNL  AKBIHEYSAQ: TFLVMFYTLAVNTFSIAME. :472
PtrCLC6: WG- ENVDILLE -----8RPFVKGLTACMBEQLVAAKIVATSECRAS 1458
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* 560 * 580 * 600 * 620 *
PtrCLCl: LELEIEEMEBSAYBRLLEMAMG-———————————— L F PT 31572
PtrCLC2: ' TM :574
PtrCLC3: S5M L 1565
PtrCLC4: IEAA GSAAEIINSAIP- ASVC S :506
PtrCLC5: I§ST MFMVNEY -~ S ﬂgu L 1552
PtrCLC6: FI AA KF@NFAIAQSNPTIHFSILEVASPCG. A’ C! S G 1548
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640 * 660 * 680 * 700 * 720
PtrCLCl: GDSFNPSIYEIILELKGLPFBLAHPEPWMRTLTVGELVLAKPPVITLSGIEKNSRIMDVLRNTTHNGFPVBDEGVVLPSGLANGATELHG :662
PtrCLC2: ADSFNQGVYDQIVKLKGLPYBEAHAEPYMKNLVASDVVSG--PLITFSGVEKMGNIMEALRLTRHNGFPVEDEPPLTEA 1656
PtrCLC3: ALAFNGNIYDLIMKAKGFPYBETHVEPYMRQLTVGDVVIA--PLQLFHGIEKNG] HVLRATRHNGFPVEDENPLSET 1647
PtrCLC4: PS---VANGCAKETCASDKRTEARG----- YSSLSPVEDKNEVLWRRTDGADESEL EN---AABSEAAEEMLLEELKVSRAMSKDYVK :585
PtrCLC5: CLAFSECLYEECAHLRGVILEESRPKYHMRCMTAKEACCGQ KVVSLPRIIKNADVESILRTNKHNCE DHSRNCER LVIG :634
PtrCLC6: TSGCMRRRDVKETKVAVHANTNRKRQFF@YTCRTRGLSSSDLIAE--EEPYAENLCEVESSLCIDEWNLE§EDLKRRVFVSEVMRTRYVT :636

X 740 * 760 i 780 . 800 i

1 3
PtrCLC1: [KKKWF LQEKRRTEEWEVREK---FlWVEIAEREG -KIEEVAVTSA DLHPLTNTT 17371
PtrCLC2: [KGKKFTKQKT-MAGSDIMRR---FKAHDFAKAGSGKGVKLEDLDIEEE! DLHPITNTS VE' 1734

~BE&EEE

PtrCLC3: [KKKAFLSTPN-PIVNLCAFSQ---F@AVDFAKRGSGNGDKIEDIKLSEE! DLHPFANAS VE' 1725

PtrCLC4: ESMKDGQONCVLVVNGEDFLEGILEYGDIKRCLSKLSSDNSKGDSIAS! VSSICTRGISERGRERGLLECYPDT :675

PtrCLC5: QSKVDFQHSPLPCDTRGGSKPISHEFSEFVKFASSKGLSIDDIHLSSD! DLGPFLNPS VVPE! :716

PtrCLC6: TIMLAEKQSCAMIVDNDNILIGLLELGDIEEFSKYACAKTSRS——————-. 1716
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840 860
PtxCLCl: FRQ' Y---EAAGVS. QDLRAFNILTAE‘PHLERSKSGQKH --------- : 798
PtrCLC2: FRQL T---PGR--P HDFMPEHVLGLYPHVVN-RHK--- : 789
PtrCLC3: FRE I-—-PSR—S HDFMPEHILALNPLLARSRWKRLRIRFLPSLKLF : 794
PtrCLC4: [MEA! SRELQRRRKQ! HYDSIWNCLREEVNHRKSVYQHSKDKNLEEISNGH- : 748
PtrCLC5: FRQ! ——--ASR-—- KDLLIEDGEDSTTVELQSTSSSAS 1 772
PtrCLC6: [MDR MEHIPGQRGQ-— ESIILTCRFCDFFL-=-=—=—===—————————— s 767
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Fig. 1 Suppl. Multiple sequence alignment of full-length PtrCLC proteins obtained with Clustal X and adjusted manually. Amino
acid positions are given on the right of each sequence. Identical amino acid residues and conserved amino acid residues are marked

by different colours.



