
Table 1 Suppl. Primer sequences (5′-3′) used in this study for gene amplification and gene expression. 
 

Genes  Gene amplification Gene expression 

PtrCLC1 forward TGGTTTGCTTCAATGGAGG TGCCTTGGCTTTCACATTGC 
reverse CTAAACATAGCGGGAGCAGC CTGAACAGGTTGCGGATTGC 

PtrCLC2 forward GGGTGTGGAATCAAAAAGA GGTGGCTGTAACAAGCGCGG 
reverse GGAACTCCCCAACCTAAAAG GGCGGAGTCCAACTTGCCTGA 

PtrCLC3 forward ACCAGGACCAGCCGAATA GGGAGCGCAGGACACGGAAT 
reverse AGCTCCTGAATCATGCAA TCAGCCCCGACAAGCGCTAC 

PtrCLC4 forward CGAAACGAAGACGATGAAGA TCGCCTCCGGTTTGTGCGTT 
reverse GGGTTGCATTGGAGCTTTAC CCGATGCCAAGTGTCCGCCA 

PtrCLC5 forward ACGGAAAATTGGAGGAGA AGCTCTAGGCAAGGAAGGCCC 
reverse GGAATACAGAAGCGGAGC CACGGCGATCTCGGTCACTCC 

PtrCLC6 forward AAGCGGATAACGAGAATGGA TGTCAGAAGTTGGTCTCGGC 
reverse CTACATAAAGGTGGCGTGTT AGCCACATAGGACACCAAGC 



 
Fig. 1 Suppl. Multiple sequence alignment of full-length PtrCLC proteins obtained with Clustal X and adjusted manually. Amino 

acid positions are given on the right of each sequence. Identical amino acid residues and conserved amino acid residues are marked 

by different colours. 

 


