
	
 

Table 1. Suppl. Primers used for real-time qPCR analysis. 

 

Gene name Unigene ID Sequence (5ʹ-3ʹ) 

C4H 54449 CTGGTAAATCTCACGGGTCATGGGAAGAGTCCATTACTTTGGTCAG  

CHS 10609 TGGGTGTCTTGTTTGGATTTGGCGGATTACTACACACACTTACAAGCC  

F3H 1667 CCACTATTTTCTCTCTCACTTTCCA CCACCGAACTGCCTTTACCT  

FLS 44780 GCCAACGGAAGTGAAACAGAGATGAGGAGGAAGATAGTGAAGGAA 

 625 ACCCTGTCCAAGACCAGACCCCACCGAACTGCCTTTACCT 

OMT 49313 ACGCCAAATGATAACTACGCTTCTCGCAGTTCTCTCTTTACCACCT  

 49335 CCTTATGGTTTGGTGTTGTGGCTCGCAAATGGTAATCCCGTCTC  

F3'H 22319 CAACAAGCTCAAGATTCTTTCATGCATCGTCAGTGTCGTCGTCC  

F3'5'H 42301 CACGAGATTGATGCTGGACGATCATTATTCTTGCTCCTACCGC  

MYBF1 11090 ACAACAAGAAGAAGCACGATGGGGGAAAGGATGACTGGTAGGTG  

Actin  GGAATCCACGAGACCACCTACAGATTGATCCTCCGATCCAGACA 

 

Table 2 Suppl. UPLC-MS data of compounds (CE - collision energy, RT - retention time). 

 

Compounds Precursors Fragmentors CE Product ion RT [min] Calibration curves R2 

Dihydromyricetin 319.1 105 12 193 2.38 y=2098.66*x-7.81 0.999 

Taxifolin 303.1 115 12 285 3.47 y=2177.73*x+29.39 0.999 

Isorhamnetin-3- 

O-neohespeidoside 

623.1 160 40 314 4.62 y=566.66*x+14.16 0.9999 

Quercetin 301.1 130 30 115 8.23 y=1195.89*x+38.01 0.9999 

Isorhamnetin 315.1 120 20 300 9.04 y=14231.54*x+1487.50 0.9906 

Kaempferide 299.1 130 22 284 9.55 y=6115.72*x+84.67 0.9998 

Hyperoside 463.1 170 27 300 4.75 y=5547.72*x+1.09 0.9999 

Myricetin 317.1 130 28 151 5.79 y=975.88*x+83.00 0.9989 

Rutin 609.1 200 35 300 4.93 y=2416.98*x+26.20 0.9997 

 

 

 

 

 

 

 

 

 



Table 3 Suppl. Number of unigenes related to the flavonoids synthesis pathway under NaCl-treatment in 

Reaumuria trigyna (Deg/all - the ratio of DEGs among the annotated unigenes). 

 

Gene All Deg Upregulated Downregulated Deg/all [%] Up/deg [%] 

PAL  11  4  0 4  36   0 

C4H  9  1  1 0  11 100 

4CL 23  5  4 1  22  80 

CHS 11  6  2 4  55  33 

CHI  6  1  0 1  17   0 

F3H  8  3  3 0  38 100 

FLS  6  6  4 2 100  57 

F3’H   2  2  1 1 100  50 

F3’5’H  3  2  1 1  67  50 

UFGT  5  5  2 3 100  40 

OMT  6  6  6 0 100 100 

DFR  4  4  0 4 100   0 

IFR  5  5  0 5 100   0 

LDOX  3  2  1 1  60  50 

CYP450 16 16 16 0 100 100 

 



Table 4 Suppl. Putative transcription factors related to the flavonoid synthesis pathway in Reaumuria trigyna (Fold 

change - relative fold-increase in expression of target genes in NaCl stress as compared to respective control.) 

 

Gene name Gene ID Gene 

length [bp] 

Accession Fold 

change 

Identity 

[%] 

Function Reference 

MYBF1 unigene11090 947 gi|289623206| 

Vitis vinifera 

8.22 79 regulation of flavonol synthesis  (Czemmel et al. 

2009) 

MYB5b unigene4486 648 gi|526117769| 

Vitis vinifera 

1.13 78 regulation of anthocyanin and 

proanthocyanidin biosynthesis 

(Deluc et al. 

2008) 

MYB1 unigene14669 449 gi|23476279| 

Gossypium hirsutum 

0.63 81 regulation of polyphenols 

accumulation 

(Bomal et al. 

2008) 

 unigene15466 1440 gi|23476279| 

Gossypium hirsutum 

3.73 72   

MYB3 unigene972 678 gi|2921333| 

Lotus japonicus 

0.56 82 regulating anthocyanin 

biosynthesis in flower 

(Nakatsuka et al. 

2008) 

 unigene 1212 1088 gi|731317153| 

Arabidopsis thaliana 

0.38 80   

MYCA1 unigene13791 1902 gi|526118174| 

Vitis vinifera 

1.00 75 related to flavonoid synthesis (Matus et al. 

2010) 

bHLH3 unigene1295 992 gi|38490122| 

Cornus capitata 

1.27 78 regulation of anthocyanin 

biosynthesis pathway 

(Espley et al. 

2007) 

 unigene29229 964 gi|302398604| 

Malus x domestica 

0.97 80   

MYC1 unigene 19039 1214 gi|33339703| 

Catharanthus roseus 

0.55 75 promotion of anthocyanin 

accumulation in grape cells 

(Hichri et al. 

2010) 

 unigene55994 581 gi|33339703| 

Catharanthus roseus 

1.32 78   

MYB32 unigene 46082 252 gi|71041091| 

Malus x domestica 

5.62 78 regulation of  polyphenols  

accumulation 

(Dubos et al. 

2010) 

WRKY23 unigene14033 1913 gi|42570003| 

Arabidopsis thaliana 

2.95 79 control of flavonol 

biosynthesis 

(Grunewald et 

al. 2012) 
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