Table 1 Suppl. Characteristics of the putative PCs identified in the genome of P. equestris. SP - signal peptide,
PD - number of plastocyanin-like domains, CBS - copper-binding sites, GB - GPI-anchor signal predicted by Big-PI Plant
Predictor, GP - GPl-anchor signal predicted by PSORT, NG - N-glycosylation sites, AG - putative AG glycomodule,
EG - putative extensin glycomodule; +, -, NC mean present, not present, and not checked, respectively.

Name Gene ID SP PD CBS GB GP NG AG EG
PeENODLI PEQU 00681 + 1 - + + + + +
PeENODL2 PEQU_01525 + 1 - - - - -
PeENODL3 PEQU_07653 - 1 - - - - NC NC
PeENODLA4 PEQU_08393 + 1 - + - + + -
PeENODLS PEQU_08610 + 1 - - + + + -
PeENODL6 PEQU 11121 + 1 - - - + + -
PeENODL7 PEQU 12079 + 1 - + + + + +
PeENODLS PEQU 13421 - 1 - + - + NC NC
PeENODL9 PEQU_15783 + 1 - + + + + -
PeENODLI10 PEQU 36125 + 1 - + + + + -
PeUCL1 PEQU 00112 + 1 + + - + + -
PeUCL2 PEQU 00113 + 1 + + - + + -
PeUCL3 PEQU_ 06004 + 1 + - + + + +
PeUCL4 PEQU 06005 - 1 + - - + NC NC
PeUCLS PEQU 07626 - 1 + + - + NC NC
PeUCL6 PEQU 10123 - 1 + - - + NC NC
PeUCL7 PEQU 14669 + 1 + - - - + +
PeUCLS PEQU 15884 - 1 + - - + NC NC
PeUCL9 PEQU 15883 + 1 + - - + - -
PeUCL10 PEQU 33670 + 1 + + - + + +
PeSCLI PEQU 04519 + 1 + + + + + +
PeSCL2 PEQU_06981 + 1 + + + - - -
PeSCL3 PEQU 12112 + 1 + - - + - -
PeSCL4 PEQU 19442 + 1 + + + + + +
PeSCLS5 PEQU 39385 - 1 + + - + NC NC
PePLCLI1 PEQU_01523 + 1 + - - - - -
PePLCL2 PEQU_07235 + 1 + - - - - -
PePLCL3 PEQU_15885 + 1 + - - -
PePLCLA4 PEQU 40735 - 1 + - - - NC NC
Unknown PEQU 09781 - 1 - - - + NC NC




Table 2 Suppl. Classification of PePCs (- not present).

Group Number PeENODLSs PeUCLs PePLCLs PeSCLs Unknown
1 12 PeENODLI, PeENODL4, PeUCLI1, PeUCL2, - PeSCL1, -
PeENODLS, PeENODL7, PeUCL3, PeUCL10 PeSCL4
PeENODLY, PeENODL10

I 2 PeENODL6 PeUCL7 - - -

11 1 - - - PeSCL2 -

v 6 PeENODL2 PeUCL9 PePLCLI, PeSCL3

PePLCL2,
PePLCL3
v 3 PeENODLS PeUCLS - PeSCL5 -
VI 6 PeENODL3 PeUCL4, PeUCL6,  PePLCL4 - PEQU 09781
PeUCLS
Table 3 Suppl. Reads per kilobase per million mapped reads (RPKM) of PePC genes in the four tissues.
Name Gene ID RPKM
flower leaf stem root

PeENODLI1 PEQU_00681 37.28 35.46 11.95 0.00
PeENODL2 PEQU 01525 0.07 0.00 0.41 0.24
PeENODL3 PEQU 07653 34.06 47.29 78.35 27.88
PeENODLA4 PEQU 08393 6.45 0.00 0.11 0.00
PeENODLS5 PEQU 08610 436.17 0.00 0.00 0.00
PeENODL6 PEQU 11121 0.56 0.00 0.00 0.09
PeENODL7 PEQU 12079 261.66 70.21 102.30 13.87
PeENODLS PEQU 13421 146.48 36.94 42.37 6.18
PeENODL9 PEQU 15783 94.04 0.00 108.63 0.08
PeENODLI10 PEQU 36125 3.20 26.32 4.75 15.19
PeUCL1 PEQU 00112 3.15 0.00 1.24 0.81
PeUCL2 PEQU 00113 3.96 19.82 4.28 0.09
PeUCL3 PEQU_06004 0.63 0.91 3.45 41.28
PeUCL4 PEQU_06005 0.84 0.00 2.21 0.39
PeUCLS5 PEQU 07626 12.34 2.82 10.12 10.06
PeUCL6 PEQU 10123 18.33 29.52 144.11 3.50
PeUCL7 PEQU 14669 33.63 32.31 47.92 7.97
PeUCLS PEQU 15884 0.06 0.00 0.64 0.00
PeUCL9 PEQU 15883 0.14 0.00 0.00 0.00
PeUCLI10 PEQU 33670 0.17 0.00 25.42 8.28
PeSCL1 PEQU 04519 63.09 39.63 202.31 436.02
PeSCL2 PEQU 06981 0.00 0.00 0.32 0.18
PeSCL3 PEQU 12112 142.16 32.94 214.80 88.41
PeSCL4 PEQU 19442 6.34 56.22 126.84 107.89
PeSCLS5 PEQU 39385 233.07 8.23 76.66 0.23
PePLCLI1 PEQU 01523 6.21 0.00 45.70 0.00
PePLCL2 PEQU 07235 32.98 12.13 92.40 4.29
PePLCL3 PEQU 15885 0.00 0.00 0.00 0.00
PePLCL4 PEQU 40735 0.00 0.00 0.00 0.00
PEQU 09781 PEQU 09781 0.00 0.00 0.00 0.00
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Fig. 1 Suppl. Multiple sequence alignment of the plastocyanin-like domains (PCLDs) of the PePCs. The conserved amino acid residues
(His, Cys, His, Met/Gln) involved in copper binding are indicated with a red background. Cys residues involved in disulfide linkages
are indicated with a yellow background. Amino acid residues conserved in the ENODLSs are indicated with a purple background.
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Fig. 2 Suppl. Exon-intron structures of PC genes in P. equestris. Green blocks indicate exons, and black lines indicate introns. Numbers
0, 1, and 2 on black lines indicate intron phases.
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