
Table 1 Suppl. Bisulfite sequencing analysis of the o2 and O2 alleles 

Sequence context No2 Total cytosine analyzed N+ Total cytosine analyzed   

CG 1.7 % 120 4.1 % 120 
CHG 1.4 % 143 0.0 % 130 
CHH 4.4 %  344 3.2 % 313 
ALL 3.1 % 607 2.7 % 563 

 



 
No2       ACTCCTGGATCTCCTTCAAGCAGCTATAGCTAGCATAATTAACTCATGGGTGCATAGAGA 
Ro2       ACTCCTGGATCTCCTTCAAGCAGCTATAGCTAGCATAATTAACTCATGGGTGCATAGAGA 
N+        ACTCCTCGATCTCCTTCAAGCAGCT------AACATAATTAACTCATGGGTGCATAGAGA 
B73       ACTCCTCGATCTCCTTCAAGCAGCT------AACATAATTAACTCATGGGTGCATAGAGA 
          ****** ******************      *.*************************** 

 
No2       TATGCCGCCGACGACCCA---TATCTATGGGTCCCTCCCCTTGCACTGCATCTTCTTCTT 
Ro2       TATGCCGCCGACGACCCA---TATCTATGGGTCCCTCCCCTTGCACTGCATCTTCTTCTT 
N+        TATGCCGCCGACGACCCATCATATCTATGGGTCCCTCCCCTTGCACTGCATCTCCTTC-- 
B73       TATGCCGCCGACGACCCATCATATCTATGGGTCCCTCCCCTTGCACTGCATCTCCTTC-- 
          ******************   ******************************** ****   
 
No2       CCTCCTCCTCGACCTCCTTCAATTATTCCTAGTGTTTGCTTCTCCCTTCCTTGACCTTTG 
Ro2       CCTCCTCCTCGACCTCCTTCAATTATTCCTAGTGTTTGCTTCTCCCTTCCTTGACCTTTG 
N+        -----------------------AATTCCTAGTGTTTGCTTCTCCCTTTCTTGACCTTTG 
B73       -----------------------AATTCCTAGTGTTTGCTTCTCCCTTTCTTGACCTTTG 
                                 :************************ *********** 
                                               2 
No2       CTTGGAACCATTGATAG----TTACTT---ATTGGGCATGGAGCACGTCATCTCAATGGA 
Ro2       CTTGGAACCATTGATAG----TTACTT---ATTGGGCATGGAGCACGTCATCTCAATGGA 
N+        CTTGGAACCATTGATTGATAGTTACTTATTATTGGGCATGGAGCACGTCATCTCAATGGA 
B73       CTTGGAACCATTGATTGATAGTTACTTATTATTGGGCATGGAGCACGTCATCTCAATGGA 
          ***************:*:**       .******************************** 
 
No2       GGAGATCCTCGGGCCCTTCTGGGAGCTGCTGCCAGCGCCAGCGCCAGAGCCAGAG----- 
Ro2       GGAGATCCTCGGGCCCTTCTGGGAGCTGCTGCCAGCGCCAGCGCCAGAGCCAGAG----- 
N+        GGAGATCCTCGGGCCCTTCTGGGAGCTGCTACCACCGCCAGCGCCAGAGCCAGAGCCAGA 
B73       GGAGATCCTCGGGCCCTTCTGGGAGCTGCTACCACCGCCAGCGCCAGAGCCAGAG----- 
          ******************************.*** ****************          
 
No2       -------CCGGAGCAGCCCCCGGTAACCGGCATCGTCGTCGGCAGTGTCATAGACGTTGC 
Ro2       -------CCGGAGCAGCCCCCGGTAACCGGCATCGTCGTCGGCAGTGTCATAGACGTTGC 
N+        GCCAGAGCGAGAGCAGCCTCCGGTAACCGGCATCGTCGTCGGCAGTGTCATAGACGTTGC 
B73       -CCAGAGCGAGAGCAGCCTCCGGTAACCGGCATCGTCGTCGGCAGTGTCATAGACGTTGC 
                 * .******** ***************************************** 
 
No2       TGCTGCTGGTCACGGTGACGGGGAGGGTGGCGGCGACACGATGGATCAGCAGCACGCCAC 
Ro2       TGCTGCTGGTCACGGTGACGGGGAGGGTGGCGGCGACACGATGGATCAGCAGCACGCCAC 
N+        TGCTGCTGGTCA------------TGGTGACGGGGACATGATGGATCAGCAGCACGCCAC 
B73       TGCTGCTGGTCACGGTCA------TGGTGGCGGCGACATGATGGATCAGCAGCACGCCAC 
          ***********      *       ****.*** **** ********************* 
 
No2       AGAGTGGACCTTTGAGAGGTTACTGGAAGAGGAGGCTCTGACGACAAGCACACCGCCGCC 
Ro2       AGAGTGGACCTTTGAGAGGTTACTGGAAGAGGAGGCTCTGACGACAAGCACACCGCCGCC 
N+        AGAGTGGACCTTTGAGAGGTTACTAGAAGAGGAGGCTCTGACGACAAGCACACCGCCGCC 
B73       AGAGTGGACCTTTGAGAGGTTACTGGAAGAGGAGGCTCTGACGACAAGCACACCGCCGCC 
          ************************.*********************************** 
 
No2       GGTGGTGGTGGTGCCGAACTCTTGTTGCTCAGCCGCCCTAAATGTTGACCGGCCGCCGGT 
Ro2       GGTGGTGGTGGTGCCGAACTCTTGTTGCTCAGCCGCCCTAAATGTTGACCGGCCGCCGGT 
N+        GGTGGTGGTGGTGCCGAACTCTTGTTGCTCAGGCGCCCTAAATGCTGACCGGCCGCCGGT 
B73       GGTGGTGGTGGTGCCGAACTCTTGTTGCTCAGGCGCCCTAAATGTTGACCGGCCGCCGGT 
          ******************************** *********** *************** 
 
No2       GATGGAAGAGGCGGCAACGACGATGGCGCATGCGGCGGTGAGTAGTGCCGTAGTAGGTGA 
Ro2       GATGGAAGAGGCGGCAACGACGATGGCGCATGCGGCGGTGAGTAGTGCCGTAGTAGGTGA 
N+        GATGGAAGAGGCGGTAA---CTATGGCGCCTGCGGCGGTGAGTAGTGCCGTAGTAGGTGA 
B73       GATGGAAGAGGCGGTAA---TGATGGCGCCTGCGGCGGTGAGTAGTGCCGTAGTAGGGGA 
          ************** **     *******.*************************** ** 
 
No2       CCCCATGGAGTACAATGCCATACTGAGGAGGAAGCTGGAGGAGGACCTCGAGGCCTTCAA 
Ro2       CCCCATGGAGTACAATGCCATACTGAGGAGGAAGCTGGAGGAGGACCTCGAGGCCTTCAA 
N+        CCCCATGGAGTACAATGCCATACTGAGGAGGAAGCTGGAGGAGGACCTCGAGGCCTTCAA 

1 



B73       CCCCATGGAGTACAATGCCATACTGAGGAGGAAGCTGGAGGAGGACCTCGAGGCCTTCAA 
          ************************************************************ 
 
No2       AATGTGGAGGGTA--TACACTGCTCGCTCTTCTTTCCTATCTTTATTATTCTCTCGCTAT 
Ro2       AATGTGGAGGGTA--TACACTGCTCGCTCTTCTTTCCTATCTTTATTATTCTCTCGCTAT 
N+        AATGTGGAGGGTATATACACTGCTCGCTCTTCTTCCCTATCTTTATTATTCCCTCGCTAT 
B73       AATGTGGAGGGTATATACACTGCTCGCTCTTCTTCCCTATCTTTATTATTCCCTCGCTAT 
         *************  ******************* **************** ******** 
 
No2       ATCTTCGGCAACCT----------TATCTCTTATTTTGGACTTCACTGTTATATAAATAC 
Ro2       ATCTTCGGCAACCT----------TATCTCTTATTTTGGACTTCACTGTTATATAAATAC 
N+        ATCTTCGGCGGTTTACTCGTCTTTTATCTCTTAATTTACACTTCATTGTTGTATAAATAG 
B73       ATCTTCGGCGGTTTACTCGTCTTTTATCTCTTATTTTACACTTCATTGTTGTATAAATAG 
          *********..  *          *********:***. ****** ****.********  
 
No2       TACAAAACAGTGTTTTAC-ACGTCCTGTACTATATTCTCTATAGGCTATAGTTGTAGTAG 
Ro2       TACAAAACAGTGTTTTACAACGTCCTGTACTATATTCTCTATAGGCTATAGTTGTAGTAG 
N+        TACAAAACAATGTTTTAC-ACGGCCTGTACTGTACTCTCTATGGGCTACAGGGTTTGTAG 
B73       TACAAAACAATGTTTTAC-ACGGCCTGTACTGTACTCTCTATGGGCTACAGGGTTTGTAG 
          *********.******** *** ********.** *******.***** **   *:**** 
 
No2       -------TGTGTCTTATTATTAGCTGGGGGTGTGTGCGCGCGCGCAATAACTGAAATCAG 
Ro2       -------TGTGTCTTATTATTAGCTGGGGGTGTGTGCGCGCGCGCAATAACTGAAATCAG 
N+o2      TAGTACGTGTGTCTTA---TTAACTGGGGG------------TGCAATAACTGAAATCGG 
B73       TAGTACGTGTGTCTTA---TTAACTGGGGG------------TGCAATAACTGAAATCGG 
                 *********   ***.*******             ***************.* 
 
No2       CCCGTGCCTTT--TCTGACGTACTAAAGGCATGTTTGGTT-TATAGCTAACTATGTCT-- 
Ro2       CCCGTGCCCTTTTCTTGACGTACTAAAGGCATGTTTGGGTTAATAGCTAACTATGGTCTT 
N+        CCGGTGCCTTT--CCTGACGTACTAA---------------------------------- 
B73       CCGGTGCCTTT--TCTGACGTACTAA---------------------------------- 
          ** ***** **    ***********                                   
 
No2       -TACTTTGTCTAAGGTTAGTCGTTA--ATCTT-AGGCAGAAAAGTTAGGTAAAGTCTGAC 
Ro2       TACTTTTGTCTAAGGGTAGTCCGTTAAATCTTAGGGCAGAAATA--GTTAAGGTTCAGAC 
N+        ------------------------------------------------------------ 
B73       ------------------------------------------------------------ 
                                                                       
 
No2       AAATTAGGTAGCAAACTAAACAGACCATAAGTTTGTATCACCTACATCTAGTGTATCTAA 
Ro2       AAATTAGGTAGCAAAATAAACAGACCATAAGTTTGTATCACATACATCTAGTGTATCTAA 
N+        ------------------------------GTTTGTATCACCTACATCTAGTGCATCCAA 
B73       ------------------------------GTTTGTATCACCTACATCTAGTGCATCCAA 
                                        ***********.*********** *** ** 
 
No2       --ACACCTTCTAAAAGTGATGAGGGTAGGTAATCCATGATCTAGCTATAGAGATGTGGTG 
Ro2       --ACACCTTCTAAAAGTGATGAGGGTAGGTAATCCATGATCTAGCTATAGAGATGTGGTG 
N+        ACACACCTTCTAAAAGTGATGAGGGTAGGTAATCCACGATCTAGCTATAGAGATGTGGTG 
B73       ACACACCTTCTAAAAGTGATGAGGGTAGGTAATCCATGATCTAGCTATAGAGATGTGGTG 
            ********************************** *********************** 
 
No2       TCGTTCGTTGAGATATGCGATGAGCTATATATGCCATGTTTGGCTATACAAACTGCCAAA 
Ro2       TCGTTCGTTGAGATATGTGATGAGCTATATATGCCATGTTTGGCTATACAAACTGCCAAA 
N+        TTC-TCGTT------------GA--ACTACATGCCATGTTTGGCTATACAAACTGCCAAA 
B73       TTC-TCGTT------------GA--GCTATATGCCATGTTTGGCTATACAAACTGCCAAA 
          *   *****            **   .** ****************************** 
 
No2       CAAGGATGCCATGCACATCACAGGTCACTGTGCTTAGCTTGTACTGTATATATGTATATA 
Ro2       CAAGGATGCCATGCACATCACAGGTCACTGTGCTTAGCTTGTACTGTATATATGTATATA 
N+        CAAGGATGCC----ACATCACAAGTCACTGTGCTTAGCTTGTTCAGTAAAAAGGTAAAA- 
B73       CAAGGATGCC----ACATCACAAGTCACTGTGCTTAGCTTGTTCTGTATATATGTATAT- 
          **********    ********.*******************:*:***:*:* ***:*:  
 
No2       TAGCGCTAGCTAGCT--------------------------------------------- 



Ro2       TAGCGCTAG--------------------------------------------------- 
N+        -AGCGCTAGCTAGTGCCACAAAGATATTGTGAAGTAAACATCATCTCAAAAAGTGCGGGT 
B73       -AGCGCTAGCTAGTGTCACGAGATTTGT--GATGTTG---------------------GA 
           ********                                                    
 
No2       ------------------------------------------------------------ 
Ro2       ------------------------------------------------------------ 
N+        AGTTGCACGCCAAATGGCACAGCGGCCAGGCTGCGGGACAGGTTCCGAGGAGGGGAGTAG 
B73       T----------------------------------------------------------- 
                                                                       
 
No2       ------------------------------------------------------------ 
Ro2       ------------------------------------------------------------ 
N+        ACCCGCGACGGCAGGGCATCAGGGGAGGGGACCTGCGTAAATGCTAGGGGTCAGCAGAAG 
B73       --------------------------------------------------TTAGC----- 
                                                                       
 
No2       ------------------------------------------------------------ 
Ro2       ------------------------------------------------------------ 
N+        CGGGGCGAGGGGATACTACCCCGGAAGCCTTCTCGCAAGGCATCGGAAGGTCGGTCCTCC 
B73       ----------------------------TTAC----TA---------------------- 
                                                                       
 
No2       ------------------------------------------------------------ 
Ro2       ------------------------------------------------------------ 
N+        GAGACTCCCTCGCGCAGTATTGGCATTGGTATTACAGGGGGGTCCCAGGGCGAGGGCACT 
B73       ---------------------------GGTTTTA-------------------------- 
                                                                       
 
No2       ------------------------------------------------------------ 
Ro2       ------------------------------------------------------------ 
N+        AACTCACCGCAGGCAGGCGACCATAGTTAAGGGCAGCTTCCATCACCGGCGAGCCGGTCG 
B73       ----CACCACG----------------------------------------A-------- 
                                                                       
 
No2       ------------------------------------------------------------ 
Ro2       ------------------------------------------------------------ 
N+o2      GCATTGCGGGCGCCGGGGCGACAAGAGTTCGGCAGCCCCGCCGCTGGGGCCGCGGGGCTT 
B73       ----------------------------------------------------------GT 
                                                                       
 
No2       ------------------------------------------------------------ 
Ro2       ------------------------------------------------------------ 
N+o2      CGTGGAAAGCGCCGTAACCTGAATCCAACATCACAAAAACCTATAAGCTAAATACAAACT 
B73       CATGTAAAACCTAGTAAACTAAATCCAACATCACAAAACCTAGTAAGCTAAATACAAACT 
                                                                       
 
No2       -----------------------------------------------AGGGGCACGAGAT 
Ro2       ----------------CTAGCT-------------------------AGGGGCACGAGAT 
N+        AGCAATCCATTCTTAGCTTACTAGTTTTTTTTTCAAAAAAAACTACGATAGCCACTCGAT 
B73       AGCAATCCATTCTTAGCTTACTAGTTTTT-TTTCAAAAAAAACTACGATAGCCACTCGAT 
                                                         * .* *** .*** 
 
No2       TTGTGATGTTGGATTTTATTTGTTGAATTTTAAAACTTGAAATTTTGGCATATATACCCA 
Ro2       TTGTGATGTTGGATTTTATTTGTTGAATTTTAAAACTTGAAATTTTGGCATATATACCCA 
N+        CT---TTACAAACTTTTATTTGTTGAATTTTAAAACTTGAAATTTTGGCATATATACCCA 
B73       CT---TTACAAACTTTTATTTGTTGAATTTTAAAACTTGAAATTTTGGCATATATACCCA 
           *   :*. :...*********************************************** 
 
No2       TCCACAGGCGGCCTCCTCCAGTGTTGTGACCTCAGA---ACGTTCTCAAGGCTCAAACAA 
Ro2       TCCACAGGCGGCCTCCTCCAGTGTTGTGACCTCAGA---ACGTTCTCAAGGCTCAAACAA 
N+        TCCACAGGCGGCCT---CCAGTGTTGTGACCTCAGATCAACGTTCTCAAGGCTCAAACAA 
B73       TCCACAGGCGGCCT---CCAGTGTTGTGACCTCAGATCAACGTTCTCAAGGCTCAAACAA 
          **************   *******************   ********************* 



 
No2       TCACACTGGAGGTACTATATCTACTATATATATGTGCCATTATTACATTGTTTACAGACG 
Ro2       TCACACTGGAGGTACTATATCTACTATATATATGTGCCATTATTACATTGTTTACAGACG 
N+        TCACACTGGAGGTACTATATCTACTATATATATGTGCCATTATTACATTGTTTACAGACG 
B73       TCACACTGGAGGTACTATATCTACTATATATATGTGCCATTATTACATTGTTTACAGACG 
          ************************************************************ 
 
No2       TGCTTTTGTATATAGATATATATCCTGACTCTCGATCTGGCTCACTTAGGTAGCAGCATC 
Ro2       TGCTTTTGTATATAGATATATATCCTGACTCTCGATCTGGCTCACTTAGGTAGCAGCATC 
N+        TGCTTTTGTATATAGATATATATCCTGACTCTCGATCTGGCTCACTTAGGTAGCAGCATC 
B73       TGCTTTTGTATATAGATATATATCCTGACTCTCGATCTGGCTCACTTAGGTAGCAGCATC 
          ************************************************************ 
 
No2       AGGAATAATCCAGTGCAGAACAAGCTGATGAACGGCGAAGATCCAATCAACAATAACCAC 
Ro2       AGGAATAATCCAGTGCAGAACAAGCTGATGAACGGCGAAGATCCAATCAACAATAACCAC 
N+        AGGAATAATCCAGTGCAGAACAAGCTGATGAACGGCGAAGATCCAATCAACAATAACCAC 
B73       AGGAATAATCCAGTGCAGAACAAGCTGATGAACGGCGAAGATCCAATCAACAATAACCAC 
          ************************************************************ 
 
No2       GCTCAAACTGCAGGCGGCCTTGGCGTGAGGCTTGCTACTAGCTCTTCCTCGAGAGATCCT 
Ro2       GCTCAAACTGCAGGCGGCCTTGTCGTGAGGCTTGCTACTAGCTCTTCCTCGAGAGATCCT 
N+        GCTCAAACTGCAG---GCCTTGGCGTGAGGCTTGCTACTAGCTCTTCCTCGAGAGATCCT 
B73       GCTCAAACCGCAG---GCCTTGGCGTGAGGCTTGCTACTAGCTCTTCCTCGAGAGATCCT 
          ******** ****   ****** ************************************* 
 
No2       TCACCATCAGACGAAGACATGGACGGAGAAGTAGAGATTCTGGGGTTCAAGATGCCTACC 
Ro2       TCACCATCAGACGAAGACATGGACGGAGAAGTAGAGATTCTGGGGTTCAAGATGCCTACC 
N+        TCACCATCAGACGAAGACATGGACGGAGAAGTAGAGATTCTGGGGTTCAAGATGCCTACC 
B73       TCACCATCAGACGAAGACATGGACGGAGAAGTAGAGATTCTGGGGTTCAAGATGCCTACC 
          ************************************************************ 
 
No2       GAGGAAAGAGTGAGGAAAAGGTAATTCC--GGTTGATTTGCAGCTTATTAATTGTACGGT 
Ro2       GAGGAAAGAGTGAGGAAAAGGTAACCGCTTGATCGATTTGCAGCTTATT----GTACGGT 
N+        GAGGAAAGAGTGAGGAAAAGGTAACCGCTTGATCGATTTGCAGCTTA----TTGTACGGG 
B73       GAGGAAAGAGTGAGGAAAAGGTAATTCC--GGTTGATTTGCAGCTTATTAATTGTACGGT 
          ************************   *  *.* *************      ******  
 
No2       TTTTTTTTACTCCTG--GGCTTA---TCGATCTGTCACTTGATTTCAATTAGA------- 
Ro2       TT-TTTTAACTCCTGTGGGCTTATCGTCGATCTGTCACTTGATTTTAATTAGAAAGGAAT 
N+        GTTTTTTAACTCCTG--GGCTTA---TCGATCTGTCACTTGATTTTAATTAGAAAGGAAT 
B73       TTTTTTTTACTCCTG--GGCTTA---TCGATCTGTCACTTGATTTTAATTAGAAAGGAAT 
           * ****:*******  ******   ******************* *******        
 
No2       ---ATAGAGAATCAGCCAGACGCTCGAGATACAGGAAAGCCGCTCACCTGAAAGAACTGG 
Ro2       CCAATCGAGAATCAGCCAGACGCTCGAGATACAGGAAAGCCGCTCACCTGAAAGAACTGG 
N+        CCAATAGAGAATCAGCCAGACGCTCGAGATACAGGAAAGCCGCTCACCTGAAAGAACTGG  
B73       CCAATAGAGAATCAGCCAGACGCTCGAGATACAGGAAAGCCGCTCACCTGAAAGAACTGG 
             **.****************************************************** 
 
No2       AGGACCAGGTAC---TGATGCGTAGCATCACAAACTAAACCATCGATCGTCGTTCCATTT 
Ro2       AGGACCAGGTACTACAGATGCGTAGCATCACAAACTAAACCATCGATCGTCGTTCCATTT 
N+        AAGACCAGGTAC---TGATGCGTAGCATCACAAACTAAACCATCGATCGTCGTTCCATTT 
B73       AGGACCAGGTAC---TGATGCGTAGCATCACAAACTAAACCATCGATCGTCGTTCCATTT 
          *.**********   :******************************************** 
 
No2       GCCTATTGAAACCCCTCCAAAAAAAAAGGGTTTTTTAA---------TTCGGTTTTGCTG 
Ro2       GCCTACTGAAACCCCTAAGA---AAAAGGATTTTTTTAGCTGGTGCTATCGGTTTTGCTG 
N+        GCCTACTAAAACCCAAAAA-------AAGGGTTTTTAAGCTGGTGCCCTCGATTTTGCTG 
B73       GCCTACTGAAACCCTAAAAA---AAAAGGGTTTTTTAAGCTGGTGCTTTCCGTTTTGCTG 
          ***** *.****** :...       *.*. ***** *         .  .******** 
 
No2       GTGTAGACGTGTAGTCGTGTTTTTTTTTTCAGTTTTGCCATGCTTGACCATTATATTACA 
Ro2       GTGTAGTCGTGTTT-----TTTT-TTGTTCAGTTTTGTCGTGCTTGACCATTATATTACA 
N+        GTGTAGTCGTGTTT-----TTTTTGGGTTCAGTTTTGCCGTGCTTGACCATTATATTACA 



B73       GTGTAGTCGTGTTT-----TT---TCGTTCAGTTTTGCCGTGCTTGACCATTATATTACA 
          ******:*****:      **      ********** *.******************** 
 
No2       GGTAGCACAGCTAAAAGCCGAGAATTCTTGCCTGCTGAGGCGCATTGCCGCTCTGAACCA 
Ro2       GGTAGCACAGCTAAAAGCCGAGAATTCTTGCCTGCTGAGGCGCATTGCTTCTCTGAACCA  
N+        GGTAGCACAGCTAAAAGCCGAGAATTCTTGCCTGCTGAGGCGCATTGCCGCTCTGAACCA 
B73       GGTAGCACAGCTAAAAGCCGAGAATTCTTGCCTGCTGAGGCGCATTGCCGCTCTGAACCA 
          ************************************************  ********** 
 
No2       GAAGTACAACGACGCTAACGTCGACAACAGGGTGCTGAGAGCGGACATGGAGACCCTAAG 
Ro2       GAAGTACAACGACGCTAACGTCGACAACAGGGTGCTGAGAGCGGACATGGAGACCCTAAG 
N+        GAAGTACAACGACGCTAACGTCGACAACAGGGTGCTGAGAGCGGACATGGAGACCCTAAG 
B73       GAAGTACAACGACGCTAACGTCGACAACAGGGTGCTGAGAGCGGACATGGAGACCCTAAG 
          ************************************************************ 
 
No2       AGCTAAGGTACGTACTACTATACGGCCGGCGGTGACCGCGCGCGGCGTCTTATTTCATGC 
Ro2       AGCTAAGGTACGTAA--------------------CCGCGGCGT----CTTATTTCATGC 
N+        AGCTAAGGTACGTAA--------------------CCGCGGCGTTCTCCTTATTTTATGC 
B73       AGCTAAGGTACGTAA--------------------CCGCGGCGTTCTCCTTATTTTATGC 
          **************.                    *****        ******* **** 
 
No2       TTGAACGCGTCGACGAGCGAGCTTGCGCGCGGTAATGGGG-------TATGTCTGGTTGC 
Ro2       TTGAACGCGTCGACGAGCGAGCTTGCACGCGGTAATGGGGAGGTATATATGTCTGGTTGC 
N+        TTGAACGCGTCGACGAGCGAGCTTGCGCGCGGTAATGGGGAGGTATATATGTCTGGTTGC 
B73       TTGAACGCGTCGACGAGCGAGCTTGCGCGCGGTAATGGGGAGGTATATATGTCTGGTTGC 
          **************************.*************       ************* 
 
No2       ATGCACTCTTGCAGGTGAAGATGGGAGAGGACTCCCTGAAGCGGGTGATAGAGATGAGCT 
Ro2       ATGCA--CTTGCAGGTGAAGATGGGAGAGGACTCTCTGAAGCGGGTGATAGAGATGAGCT 
N+        ATGCACTCTTGCAGGTGAAGATGGGAGAGGACTCTCTGAAGCGGGTGATAGAGATGAGCT 
B73       ATGCACTCTTGCAGGTGAAGATGGGAGAGGACTCCCTGAAGCGGGTGATAGAGATGAGCT 
          *****  *************************** ************************* 
 
No2       CAT---CAGTGCCGTCGTCCATGCCCATCTCGGCGCCGACACCCAGCTCCGACGCTCCAG 
Ro2       CATCTGCAGTGCCGTCGTCCATGCCCATCTCGGCGCCGACCCCCAGCTCCGACGCTCCAG 
N+        CAT---CAGTGCCGTCGTCCATGCCCATCTCGGCGCCGACCCCCAGCTCCGACGCTCCAG 
B73       CAT---CAGTGCCGTCGTCCATGCCCATCTCGGCGCCGACCCCCAGCTCCGACGCTCCAG 
          ***   **********************************.******************* 
 
No2       TGCCG------CCGCCGCCGCCTATCCGAGACAGCATCGTCGGCTACTTCTCCGCCCCAG 
Ro2       TGCCGGTGCCGGTGCCGCCGCCTATTCGAGACAGCATCGTCGGCTACTTCTCCGCCCCAG 
N+        TGCCG---------CCGCCGCCTATCCGAGACAGCATCGTCGGCTACTTCTCCGCCCCTG 
B73       TGCCG---------CCGCCGCCTATCCGAGACAGCATCGTCGGCTACTTCTCCGCCACAG 
          *****         *********** ******************************.*:* 
 
No2       CCGCAGACGACGATGCTTCGGTCGGCAACGGTTTCTTGCGACTGCAAGCTC---AAGAGC 
Ro2       CCGCAGACGACGATGCTTCGGTCGGCAACGGTTTCTTGCGACTGCAAGCTC---AAGAGC 
N+        CCGCAGACGACGATGCTTCGGTCGGCAACGGGTTCTTGCGACTGCAAGCTC---AAGAGC 
B73       CCGCAGACGACGATGCTTCGGTCGGCAACGGTTTCTTGCGACTGCAAGCTCATCAAGAGC 
          ******************************* *******************   ****** 
 
No2       CTGCGTCCATGGTCGTCGGTGGAACTCTGAGCGCCACAGAGATGAACCGAGTAGCAGCAG 
Ro2       CTGCATCCATGGTCGTCGGTGCAACTCTGAGCGCCACAGAGATGAACCGAGTAGCAGCAG 
N+        CTGCATCCATGGTCGTCGGTGCAACTCTGAGCGCCACAGAGATGAACCGAGTAGCAGCAG 
B73       CTGCATCCATGGTCGTCGGTGGAACTCTGAGCGCCACAGAGATGAACCGAGTAGCAGCAG 
          ****.**************** ************************************** 
 
No2       CCACGCATTGCGCGGGGGCCATGGAGCTCATCCAGACGGCGATGGGATCCATGCCGCCGA 
Ro2       CCACGCATTGCGCGGGGGCCATGGAGCTCATCCACACGGCGATGGGATCCATGCCGCCGA 
N+        CCACGCATTGCGCGGGGGCCATGGAGCTCATCCAGACGGCGATGGGATCCATGCCGCCGA 
B73       CCACGCATTGCGCGGGGGCCATGGAGCTCATCCAGACGGCGATGGGATCCATGCCGCCGA 
          ********************************** ************************* 
 
No2       CCTCCGCCTCCGGATCTACACCGCCGCCGCGGGATTATGAGCTGCTGGGTCCAAATGGGG 



Ro2       CCTCCGCCTCCGGATCTACACCGCCGCCGCAGGATTATGAGCTGCTGGGTCCAAATGGGG 
N+        CCTCCGCCTCCGGATCTACACCGCCGCCGCAGGATTATGAGCTGCTGGGTCCAAATGGGG 
B73       CCTCCGCCTCCGGATCTACACCGCCGCCGCAGGATTATGAGCTGCTGGGTCCAAATGGGG 
          ******************************.***************************** 
 
No2       CCATACACATGGACATGTATTAG 
Ro2       CCATACACATGGACATGTATTAG 
N+        CCATACACATGGACATGTATTAG 
B73       CCATACACATGGACATGTATTAG 
          *********************** 

 

Fig. 1 Suppl. Sequences alignment between the O2 and o2 genomic region of N+, No2, Ro2, and B73 lines. The 5’ UTR is highlighted 
in dark gray. The exons are highlighted in gray. The start codon, the stop codon, and the 10 bp deletion are underlined. The start codon 
marked as 1 is predicted in silico (MaizeGDB, https://www.maizegdb.org/), whereas the start codon marked as 2 was predicted in 
Schmidt et al. (1990). The polymorphism of 10 bp is in bold and underlined.  
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