Table 1 Suppl. Primers of PRX genes in Camellia sinensis.

Name

Forward primers (5° - 3°)

Reverse primers (5° - 3°)

CsPRX3

CsPRX4

CsPRX12
CsPRX16
CsPRX27
CsPRX42
CsPRX43
CsPRX47
CsPRX55
CsPRX72
CsPRX73

ATGGGTTATTTTGGAATTGTGA
ATGGTGATTAATGTCACATTC
ATGGCCTTCAATAATGCAGT
ATGGAAAATCAAAGAAACAACC
ATGGCTAACACAAAGCTTCTCG
ATGGGTTCCAAAGCTCTCTTCT
ATGGTACTAGTACTAGTGAATT
ATGGGGATTGCTAAGTTGGTTG
ATGGAGGCATGGAGAGGATT
ATGGCTCATCAAACCATGAGCT
ATGGGTCAATTCATCAATCTTG

TTAACTATTCACCACTGCACAA
AGTTTCGTCATCATCATTCAC
AAATCCAGACAAGGTCACCA
CTAGTTGATAGCAGTGCAATCA
TCACCATTTGGACAAAAATACT
CTAGTGGTGCTTGTTGGCAACA
TCAATTGAAAGATCCACAAACA
TCAGTTGACCTTACGACAATTT
TTACGAATTGAAGCTTGTGCAAT
CTAAGAGTTTATTTTCCTGCAA
TCAATTAAACGCTCCACAATCG

Table 2 Suppl. Primers of CsPRX genes for reverse transcription quantitative PCR.

Name

Forward primers (5° - 3°)

Reverse primers (5° - 3°)

RT-CsPRX3

RT-CsPRX4

RT-CsPRX12
RT-CsPRX16
RT-CsPRX27
RT-CsPRX42
RT-CsPRX43
RT-CsPRX47
RT-CsPRX55
RT-CsPRX72
RT-CsPRX73

TCTATTGTTGTCACTGGAGG
TTCTCTCCTTCGCCTCCATTTC
TGACTGCTTTGTTCAGGGAT
ACCCAACAACGCCTCAAACG
CTTGATGCTTGCTTTTTCTGTC
ACCCAGCAGGTCTTGTTATGAA

GCAGAAGGGACTCTCAGACCAA

GGGATGTGATGCTTCAGTTTTG
GCCACACTTCGCTTATTCTT

ACATTCCACCTCCAAACAACAC
CAATCTTGTAATAGCCGTGTGG

GAAAATGATGAACAGTGGGC
GTTTTAGAATCCCTGCGTCCAA
TTTGTTGTTGCGAAGGTGAG
ACGGTGAATCTCTCCCTGGT
CAGAACCCTCACATCCCCTAAC
TTGAGTCCAGCAGTAGTGAAGC
CCTCATCATCATAGAGCCTTGC
ATGGTGATGAGTTGGGAGGTGT
AGCCAGGACTACAACATCTC
CACAAAATCCAAGAAGAAGAGG
TACTGAAGCATCACATCCCTGG
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Fig. 1 Suppl. The sequence alignment of 11 PRXs from Camellia sinensis; the conserved peroxidase domain is underlined. Different

colors mean different levels of homology: dark blue - 100 %, pink - > 75 %, dark green - > 50 %.
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Fig. 2 Suppl. The radar map of two sequence similarities of CsSPRXs.
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Fig. 3 Suppl. An orthologous protein interaction network map of PRXs based on the Arabidopsis and tea plants. Each sphere contains

a known or predicted three-dimensional structure of proteins. Two proteins are connected by different lines, which represents the



relationship and different meanings between the two proteins. The purple lines represent co-expression between two proteins.
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Fig. 4 Suppl. The photo of whole plants and their parts.

Fig. 5 Suppl. The ppicture of treated tea plant leaves.



