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Fig. 1 Suppl. A dendrogram of hierarchical cluster analysis (complete clustering algorithm) indicating similarities and dissimilarities among
various plant characteristics under salinity stress.
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Fig. 2 Suppl. A schematic diagram showing NaCl stress tolerance in tomato seedlings pretreated with melatonin. As the concentration of
melatonin was not measured exactly in the study, a phenomenal expression of melatonin biosynthesis genes is represented by red bold

arrows.



