
Table 1 Suppl. Primers used in this study. In the sequence of oligonucleotides used for the site directed mutagenesis mutations are 
highlighted in bold. Restriction sites (SacI and BamHI) are typed in bold in the oligonucleotide sequences (for - forward, rev - reverse). 
 

Name of the oligomer Nucleotide sequence (5’ - 3’) 

TSWV NSs BiFC for GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGTCTTCAAGTGTTTATGAGTCGA 
TSWV NSs BiFC rev GGGGACCACTTTGTACAAGAAAGCTGGGTCGTGATGGTGATGGTGATGTTTTGATCCTGA  
TSWV R337A for ATGATCCTTCATATCCTCAGGCGATTGTTCATGCTCTGCTTGA 
TSWV R337A rev TCAAGCAGAGCATGAACAATCGCCTGAGGATATGAAGGATCAT 
TSWV H340A for CATATCCTCAGAGGATTGTTGCTGCTCTGCTTGAAACTCACAC 
TSWV H340A rev TTGTGAGTTTCAAGCAGAGCAGCAACAATCCTCTGAGGATATG 
TSWV E344A for GGATTGTTCATGCTCTGCTTGCAACTCACACATCTTTTGCACA 
TSWV E344A rev TGTGCAAAAGATGTGTGAGTTGCAAGCAGAGCATGAACAATCC 
TSWV NSs SacI for GGGAGCTCAGAGCAATTGTGTCATAATTTTATTCTTAATCAAACCT 
TSWV NSs BamHI rev GGGGATCCGGACATAGCAAGAATTATTTTGATCCTGAAGCATATG 
GFP real-time for AGTGGAGAGGGTGAAGGTGATG 
GFP real-time rev TGATCTGGGTATCTTGAAAAGC 
BiFC real-time for GCTGTTGTAGATTCTTACTGGATT 
BiFC real-time rev TCACAGGGAAGATTCCCTACC 
EF1α for TGGTGTCCTCAAGCCTGGTATGGTTG 
EF1α rev ACGCTTGAGATCCTTAACCGCAACATTCTT 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 
 
Fig. 1 Suppl. A: Data of the statistical analysis of the electrolyte leakage experiment depicted in Fig. 3. B: Statistical analysis of the 
GFP mRNA accumulation depicted in Fig. 4. 
 


